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Mink3a protein sequence 

1 MGD P AP AR S LD D I D L S ALRD PAG I FE L VE VVGNG T Y GQ VYKGRHVKT GQLAA I KVMD VTE 
61 DEEEE IKQE INMLKKYSHHRNIATYYGAFIKKSPPGNDDQLVTLVMEFCGAGSVTDIiVKNT 
121 KGNAXKEDC I AY ICREI LRGLAHLHAHKVI HRD I KGQNVLLTENAE VKLVDFGVS AQLDR 
181 WGRRNTFIGTPYWMAPEVIACDENPDATYDYRSDIWSLGITAIEMAEGAPPLCDMHPMR 
241 ALFLIPRNPPPRIjKSKKWSKKFIDFIDTCLIKTYIiSRPPTEQLLKFPFIRDQPTERQVRI 
301 QLKDHIDRSRKKRGEKEETEYEYSGSEEEDDSHGEEGEPSSIMNVPGESTIiRREFLRLQQ 
361 ENKSNSEALKQQQQLQQQQQRDPEAHIKHLLHQRQRRIEEQKEERRRVEEQQRREREQRK 
421 LQEKEQQRRI^DMQALRREEERRQAEREQEYKRKQLEEQRQSERIjQRQLQQEHAYIiKSLQ 
481 QQQQQQQLQKQQQQQLLPGDRKPLYHYGRGMNPADKPAWAREVEERTRMNKQQNSPLAKS 
541 KPGSTGPEPPIPQASPGPPGPLSQTPPMQRPVEPQEGPHKSLQDQPTRNLAAFPASHDPD 
601 PAIPAPTATPSARGAVIRQNSDPTSEGPGPSPNPPAV7VRPDNEAPPKVPQRTSSIATALN 
661 TSGAGGSRPAQAVRARPRSNSAWQIYLQRRAERGTPKPPGPPAQPPGPPNASSNPDLRRS 
721 DPGWERSDSVLPAS HGHLPQAGSLERNRVGAS SKLD S S PVLS PGNKAKPDDHRSRPGRPA 
781 DFVLLKERTLDEAPRPPKKAMDYS S S SEEVE S SEDDEEEGEGGPAE GSRDTPGGRSDGDT 
841 DSVSTMVVHDVEEITGTQPPYGGGTMNA^QRTPEEERNLLHADSNGYTNLPDVVQPSHSPT 
901 ENSKGQSPPSKDGSGDYQSRGLVKAPGKSSFTMFVDLGIYQPGGSGDSIPITALVGGEGT 
961 RLDQLQYDVRKGSWNVNPTNTRAHSETPE IRKYKKRFNSE I LCAALWGVNIiljVGTENGIi 
1021 MLLDRS GQGKVYGL I GRRRFQQMDVLEGLNIiL I T X S GKRNKLRVYYIiSWIjRNKI LHND PE 
1 0 81 VE KKQGWT TVGDME GC GHYRWKYE R I KFLV I ALKS SVE VYAWAPKPYHKFMAFKSFADL 
1141 PHRPLLVDLTVEE GQRLKVI YGS S AGFHAVDVD SGNS YD I Y I PVH IQSQI TPHAI I FLPN 
1201 TDGMEMLLCYEDEGVYVNTYGRI IKDWLQWGEMPTSVAYIC SNQ IMGWGEKAIE IRSVE 
1261 TGHIiDGVFMHKRAQRliKFLCERNDKVFFASVRSGGSS QVYFMTLNRNC IMNW 

Mink3a nucleotide sequence 

GCCCTTATGGGCGACCCAGCCCCCGCCCGC 

AGCCTGGACGACATCGACCTGTCCGCCCTGCGGGACCCTGCTGGGATCTTTGAGCTTGTG 

GAGGTGGTCGGCAATGGAACCTACGGACAGGTGTACAAGGGTCGGCATGTCAAGACGGGG 

CAGCTGGCTGCCATCAAGGTCATGGATGTCACGGAGGACGAGGAGGAAGAGATCAAACAG 

GAGATCAACATGCTGAAAAAGTACTCTCACCACCGCAACATCGCCACCTACTACGGAGCC 

TTCATCAAGAAGAGCCCCCCGGGAAACGATGACCAGCTCTGGCTGGTGATGGAGTTCTGT 

GGTGCTGGTTCAGTGACTGACCTGGTAAAGAACACAAAAGGCAACGCCCTGAAGGAGGAC - 

TGTATCGCCTATATCTGCAGGGAGATCCTCAGGGGTCTGGCCCATCTCCATGCCCACAAG 

GTGATCCATCGAGACATCAAGGGGCAGAATGTGCTGCTGACAGAGAATGCTGAGGTCAAG 

CTAGTGGATTTTGGGGTGAGTGCTCAGCTGGACCGCACCGTGGGCAGACGGAACACTTTC 

ATTGGGACTCCCTACTGGATGGCTCCAGAGGTCATCGCCTGTGATGAGAACCCTGATGCC 

ACCTATGATTACAGGAGTGATATTTGGTCTCTAGGAATCACAGCCATCGAGATGGCAGAG 

GGAGCCCCCCCTCTGTGTGACATGCACCCCATGCGAGCCCTCTTCCTCATTCCTCGGAAC 

CCTCCGCCCAGGCTCAAGTCCAAGAAGTGGTCTAAGAAGTTCATTGACTTCATTGACACA 

TGTCTCATCAAGACTTACCTGAGCCGCCCACCCACGGAGCAGCTACTGAAGTTTCCCTTC 

ATCCGGGACCAGCCCACGGAGCGGCAGGTCCGCATCCAGCTTAAGGACCACATTGACCGA 

TCCCGGAAGAAGCGGGGTGAGAAAGAGGAGACAGAATATGAGTACAGCGGCAGCGAGGAG 

GAAGATGACAGCCATGGAGAGGAAGGAGAGCCAAGCTCCATCATGAACGTGCCTGGAGAG 

TCGACTCTACGCCGGGAGTTTCTCCGGCTCCAGCAGGAAAATAAGAGCAACTCAGAGGCT 

TTAAAACAGCAGCAGCAGCTGCAGCAGCAGCAGCAGCGAGACCCCGAGGCACACATCAAA 

CACCTGCTGCACCAGCGGCAGCGGCGCATAGAGGAGCAGAAGGAGGAGCGGCGCCGCGTG 

GAGGAGCAACAGCGGCGGGAGCGGGAGCAGCGGAAGCTGCAGGAGAAGGAGCAGCAGCGG 

CGGCTGGAGGACATGCAGGCTCTGCGGCGGGAGGAGGAGCGGCGGCAGGCGGAGCGTGAG 

C AGG AAT AC AAGCGG AAGC AGC T GG AGG AGC AGC GGC AGTC AG AAC GTCTC C AG AGGC AG 

C T GC AGC AGG AGC AT GC C T AC C T C AAGTC CC TGC AGC AGC AGC AAC AGC AGC AGC AGC TT 

CAGAAACAGCAGCAGCAGCAGCTCCTGCCTGGGGACAGGAAGCCCCTGTACCATTATGGT 

CGGGGCATGAATCCCGCTGACAAACCAGCCTGGGCCCGAGAGGTAGAAGAGAGAACAAGG 

ATGAACAAGCAGCAGAACTCTCCCTTGGCCAAGAGCAAGCCAGGCAGCACGGGGCCTGAG 

CCCCCCATCCCCCAGGCCTCCCCAGGGCCCCCAGGACCCCTTTCCCAGACTCCTCCTATG 

CAGAGGCCGGTGGAGCCCCAGGAGGGACCGCACAAGTCCCTGCAGGACCAGCCCACCCGA 

AACCTGGCTGCCTTCCCAGCCTCCCATGACCCCGACCCTGCCATCCCCGCACCCACTGCC 

ACGCCCAGTGCCCGAGGAGCTGTCATCCGCCAGAATTCAGACCCCACCTCTGAAGGACCT 

GGCCCCAGCCCGAATCCCCCAGCCTGGGTCCGCCCAGATAACGAGGCCCCACCCAAGGTG 

CCTCAGAGGACCTCATCTATCGCCACTGCCCTTAACACCAGTGGGGCCGGAGGGTCCCGG 

CCAGCCCAGGCAGTCCGTGCCAGACCTCGCAGCAACTCCGCCTGGCAAATCTATCTGCAA 

AGGCGGGCAGAGCGGGGCACCCCAAAGCCTCCAGGGCCCCCTGCTCAGCCCCCTGGCCCG 

CCCAACGCCTCTAGTAACCCCGACCTCAGGAGGAGCGACCCTGGCTGGGAACGCTCGGAC 

AGCGTCCTTCCAGCCTCTCACGGGCACCTCCCCCAGGCTGGCTCACTGGAGCGGAACCGC 

GTGGGAGCCTCCTCCAAACTGGACAGCTCCCCTGTGCTCTCCCCTGGGAATAAAGCCAAG 
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CCCGACGACCACCGCTCACGGCCAGGCCGGCCCGCAGACTTTGTGTTGCTGAAAGAGCGG 
ACTCTGGACGAGGCCCCTCGGCCTCCCAAGAAGGCCATGGACTACTCGTCGTCCAGCGAG 
GAGGTGGAAAGCAGTGAGGACGACGAGGAGGAAGGCGAAGGCGGGCCAGCAGAGGGGAGC 
AGAGATACCCCTGGGGGCCGCAGCGATGGGGATACAGACAGCGTCAGCACCATGGTGGTC 
CACGACGTCGAGGAGATCACCGGGACCCAGCCCCCATACGGGGGCGGCACCATGGTGGTC 
CAGCGCACCCCTGAAGAGGAGCGGAACCTGCTGCATGCTGACAGCAATGGGTACACAAAC 
CTGCCTGACGTGGTCCAGCCCAGCCACTCACCCACCGAGAACAGCAAAGGCCAAAGCCCA 
CCCTCGAAGGATGGGAGTGGTGACTACCAGTCTCGTGGGCTGGTAAAGGCCCCTGGCAAG 
AGCTCGTTCACGATGTTTGTGGATCTAGGGATCTACCAGCCTGGAGGCAGTGGGGACAGC 
ATCCCCATCACAGCCCTAGTGGGTGGAGAGGGCACTCGGCTCGACCAGCTGCAGTACGAC 
GTGAGGAAGGGTTCTGTGGTCAACGTGAATCCCACCAACACCCGGGCCCACAGTGAGACC 
CCTGAGATCCGGAAGTACAAGAAGCGATTCAACTCCGAGATCCTCTGTGCAGCCCTTTGG 
GGGGTCAACCTGCTGGTGGGCACGGAGAACGGGCTGATGTTGCTGGACCGAAGTGGGCAG 
GGCAAGGTGTATGGACTCATTGGGCGGCGACGCTTCCAGCAGATGGATGTGCTGGAGGGG 
CTCAACCTGCTCATCACCATCTCAGGGAAAAGGAACAAACTGCGGGTGTATTACCTGTCC 
TGGCTCCGGAACAAGATTCTGCACAATGACCCAGAAGTGGAGAAGAAGCAGGGCTGGACC 
ACCGTGGGGGACATGGAGGGCTGCGGGCACTACCGTGTTGTGAAATACGAGCGGATTAAG 
TTCCTGGTCATCGCCCTCAAGAGCTCCGTGGAGGTGTATGCCTGGGCCCCCAAACCCTAC 
CACAAATTCATGGCCTTCAAGTCCTTTGCCGACCTCCCCCACCGCCCTCTGCTGGTCGAC 
CTGACAGTAGAGGAGGGGCAGCGGCTCAAGGTCATCTATGGCTCCAGTGCTGGCTTCCAT 
GC T GT GG ATGT C G AC T C GGGG AAC AGCT ATGAC ATCT AC ATC CCTGTGC AC AT CC AGAGC 
CAGATCACGCCCCATGCCATCATCTTCCTCCCCAACACCGACGGCATGGAGATGCTGCTG 
TGCTACGAGGACGAGGGTGTCTACGTCAACACGTACGGGCGCATCATTAAGGATGTGGTG 
CTGCAGTGGGGGGAGATGCCTACTTCTGTGGCCTACATCTGCTCCAACCAGATAATGGGC 
TGGGGTGAGAAAGCCATTGAGATCCGCTCTGTGGAGACGGGCCACCTCGACGGGGTCTTC 
ATGCACAAACGAGCTCAGAGGCTCAAGTTCCTGTGTGAGCGGAATGACAAGGTGTTTTTT 
GCCTCAGTCCGCTCTGGGGGCAGCAGCCAAGTTTACTTCATGACTCTGAACCGTAACTGC 
ATCATGAACTGGTGAAAGGGC 



Mink3b protein sequence 

1 MDVTEDEEEE IKQE INMLKKYSHHIWIATYyGAFIKKSPPGNDDQIjV^VMEFCGSAGSVTD 
61 LVKNTKGNALKEDC I AY I CRE I URGIAHLHAHKVI HRD IKGQNVLLTENAE VKLVDFGVS 
121 AQLDRTVGRRNTFIGT PYWMAPE VI ACDENPDATYD YRSD IWS LG I TAIEMAE GAPPLCD 
181 MHPMRALFLIPRNPPPRIiKSKKWSKKFIDFIDTCLIKTYIjSRPPTEQIjIjKFPFIRDQPTE 
241 RQVRIQLKDHIDRSRKKRGEKEETEYEYSGSEEEDDSHGEEGEPSSIMNVPGESTLKREF 
301 IiRIiQQENKSNSEAIiKQQQQLQQQQQRDPEAHIKHIjLHQRQRRIEEQKEERRRVEEQQRRE 
361 RE QRKLQE KE QQRRLE DMQALRRE E E RRQAE RE QE YKRKQLE E QRQ SE RLQRQLQQE HAY 
421 LKSLQQQQQQQQI^KQQQQQIJ^PGDRKPLYHYGRGMOT^ 

481 PLAKSKPGS TGPE PPI PQAS PGPPGPLSQTPPMQRPVE PQEGPHKSLVAHRVPLKPYAAP 
541 VPRSQSLQDQPTRNIiAAFPASHDPDPAIPAPTATPSARGAVIRQNSDPTSEGPGPSPNPP 
601 AWVRPDNEAPPKVPQRTSS IATALNTSGAGGSRPAQAVRARPRSNSAWQI YLQRRAERGT 
661 PKPPGP PAQPPGPPNAS SNPDLRRSDPGWERSDSVLPASHGHLPQAGSLE RNRVGAS SKL 
721 DS S PVXi S PGNKAKPDD HRS RPGRPAVS HL1VAGMA.CI1 I LVWGLAS GCWVSGVGS PL I YREG 
781 LWGWRDWCFSWC 

Mink3b nucleotide sequence 

GCCCTT 

ACCATTCTGGAAGCTCCCTAGAATCTCCTGGAATGCTTAATGGACCTTTCCAGCACCGAA 
ATTCAAGAATTATGACTCATCGGTCAGCAGAAAAGACCCTGCTGGGATCTTTGAGCTTGT 
GGAGGTGGTCGGCAATGGAACCTACGGACAGGTGTACAAGGGTCGGCATGTCAAGACGGG 
GCAGCTGGCTGCCATCAAGGTCATGGATGTCACGGAGGACGAGGAGGAAGAGATCAAACA 
GGAGATCAACATGCTGAAAAAGTACTCTCACCACCGCAACATCGCCACCTACTACGGAGC 
CTTGATCAAGAAGAGCCCCCCGGGAAACGATGACCAGCTCTGGCTGGTGATGGAGTTCTG 
TGGT GC T GGTT C AGT GAC T G ACC TGGT AAAG AAC AC AAAAGGC AAC GCC C TGAAGG AGG A 
CTGTATCGCCTATATCTGCAGGGAGATCCTCAGGGGTCTGGCCCATCTCCATGCCCACAA 
GGTGATCCATCGAGACATCAAGGGGCAGAATGTGCTGCTGACAGAGAATGCTGAGGTCAA 
GCTAGTGGATTTTGGGGTGAGTGCTCAGCTGGACCGCACCGTGGGCAGACGGAACACTTT 
CATTGGGACTCCCTACTGGATGGCTCCAGAGGTCATCGCCTGTGATGAGAACCCTGATGC 
CACCTATGATTACAGGAGTGATATTTGGTCTCTAGGAATCACAGCCATCGAGATGGCAGA 
GGGAGCCCCCCCTCTGTGTGACATGCACCCCATGCGAGCCCTCTTCCTCATTCCTCGGAA 
CCCTCCGCCCAGGCTCAAGTCCAAGAAGTGGTCTAAGAAGT TCATTGACTTCATTGACAC 
ATGTCTCATCAAGACTTACCTGAGCCGCCCACCCACGGAGCAGCTACTGAAGTTTCCCTT 
CATCCGGGACCAGCCCACGGAGCGGCAGGTCCGCATCCAGCTTAAGGACCACATTGACCG 
ATCCCGGAAGAAGCGGGGTGAGAAAGAGGAGACAGAATATGAGTACAGCGGCAGCGAGGA 
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GGAAGATGACAGCCATGGAGAGGAAGGAGAGCCAAGCTCCATCATGAACGTGCCTGGAGA 

GTCGACTCTACGCCGGGAGTTTCTCCGGCTCCAGCAGGAAAATAAGAGCAACTCAGAGGC 

TTTAAAACAGCAGCAGCAGCTGCAGCAGCAGCAGCAGCGAGACCCCGAGGCACACATCAA 

ACACCTGCTGCACCAGCGGCAGCGGCGCATAGAGGAGCAGAAGGAGGAGCGGCGCCGCGT 

GGAGGAGCAACAGCGGCGGGAGCGGGAGCAGCGGAAGCTGCAGGAGAAGGAGCAGCAGCG 

GCGGCTGGAGGACATGCAGGCTCTGCGGCGGGAGGAGGAGCGGCGGCAGGCGGAGCGTGA 

GCAGGAATACAAGCGGAAGCAGCTGGAGGAGCAGCGGCAGTCAGAACGTCTCCAGAGGCA 

GCTGCAGCAGGAGCATGCCTACCTCAAGTCCCTGCAGCAGCAGCAACAGCAGCAGCAGCT 

TCAGAAACAGCAGCAGCAGCAGCTCCTGCCTGGGGACAGGAAGCCCCTGTACCATTATGG 

TCGGGGCATGAATCCCGCTGACAAACCAGCCTGGGCCCGAGAGGTAGAAGAGAGAACAAG 

GATGAACAAGCAGCAGAACTCTCCCTTGGCCAAGAGCAAGCCAGGCAGCACGGGGCCTGA 

GCCCCCCATCCCCCAGGCCTCCCCAGGGCCCCCAGGACCCCTTTCCCAGACTCCTCCTAT 

GCAGAGGCCGGTGGAGCCCCAGGAGGGACCGCACAAGAGCCTGGTGGCACACCGGGTCCC 

ACTGAAGCCATATGCAGCACCTGTACCCCGATCCCAGTCCCTGCAGGACCAGCCCACCCG 

AAACCTGGCTGCCTTCCCAGCCTCCCATGACCCCGACCCTGCCATCCCCGCACCCACTGC 

CACGCCCAGTGCCCGAGGAGCTGTCATCCGCCAGAATTCAGACCCCACCTCTGAAGGACC 

TGGCCCCAGCCCGAATCCCCCAGCCTGGGTCCGCCCAGATAACGAGGCCCCACCCAAGGT 

GCCTCAGAGGACCTCATCTATCGCCACTGCCCTTAACACCAGTGGGGCCGGAGGGTCCCG 

GCCAGCCCAGGCAGTCCGTGCCAGACCTCGCAGCAACTCCGCCTGGCAAATCTATCTGCA 

AAGGCGGGCAGAGCGGGGCACCCCAAAGCCTCCAGGGCCCCCTGCTCAGCCCCCTGGCCC 

GCCCAACGCCTCTAGTAACCCCGACCTCAGGAGGAGCGACCCTGGCTGGGAACGCTCGGA 

CAGCGTCCTTCCAGCCTCTCACGGGCACCTCCCCCAGGCTGGCTCACTGGAGCGGAACCG 

CGTGGGAGCCTCCTCCAAACTGGACAGCTCCCCTGTGCTCTCCCCTGGGAATAAAGCCAA ' 

GCCCGACGACCACCGCTCACGGCCAGGCCGGCCCGCAGTGAGTCACCTGGTGGCAGGCAT 

GGCCTGCCTCATCCTGGTTTGGGGCTTAGCCTCAGGGTGCTGGGTGTCAGGGGTGGGGTC 

TCCGCTGATCTACCGAGAAGGGCTGTGGGGATGGAGGGACTGGTGCTTCTCATGGTGCTA 

ACCTTTCCTAACCTCTCTCCTAACCTCTCTCCTAACCTCTCTTCTGGCTCTTTCTTCCCC 

TGCGGCCCCTCCCAGAGCTATAAGCGAGCAATTGGTGAGGTTAGTGAGATGGGCCTGCTT 

GTGGGAGCCCCTCCTGTCGCCCTGCTGGGGCGTCCCGGCACCCTTTGTCTACCTCCACCC 

AGGCCCAGCTTCTCCCTGCCCCTCACGTGGCTCCTCCCTGCAGGACTTTGTGTTGCTGAA 

AGAGCGGACTCTGGACGAGGCCCCTCGGCCTCCCAAGAAGGCCATGGACTACTCGTCGTC 

CAGCGAGGAGGTGGAAAGCAGTGAGGACGACGAGGAGGAAGGCGAAGGCGGGCCAGCAGA 

GGGGAGCAGAGATACCCCTGGGGGCCGCAGCGATGGGGATACAGACAGCGTCAGCACCAT 

G GTGGTC C ACG AC GT C G AGG AG ATC ACC GGG ACC C AGC CCC C AT ACGGGGGC GGC AC C AT 

GGTGGTCCAGCGCACCCCTGAAGAGGAGCGGAACCCGCTGCATGCTGACAGCAATGGGTA 

CACAAACCTGCCTGACGTGGTCCAGCCCAGCCACTCACCCACCGAGAACAGCAAAGGCCA 

AAGCCCACCCTCGAAGGATGGGAGTGGTGACTACCAGTCTCGTGGGCTGGTAAAGGCCCC 

T GGC AAG AGC T C GTT C AC G ATGTTT GTGG ATCT AGGG ATC T AC C AGC CTGG AGGC AGTGG 

GGACAGCATCCCCATCACAGCCCTAGTGGGTGGAGAGGGCACTCGGCTCGACCAGCTGCA 

GTACGACGTGAGGAAGGGTTCTGTGGTCAACGTGAATCCCACCAACACCCGGGCCCACAG 

TGAGACCCCTGAGATCCGGAAGTACAAGAAGCGATTCAACTCCGAGATCCTCTGTGCAGC 

C CTTTGGGGGGT C AACC T GCTGGTGGGC AC GG AGAACGGGC TGATGT T GC TGG ACCGAAG 

TGGGCAGGACAAGGTGTATGGACTCATTGGGCGACGACGCTTCCAGCAGATGGATGTGCT 

GGAGGGGCTCAACCTGCTCATCACCATCTCAGGGAAAAGGAACAAACTGCGGGTGTATTA 

CCTGTCCTGGCTCCGGAACAAGATTCTGCACAATGACCCAGAAGTGGAGAAGAAGCAGGG 

CTGGACCACCGTGGGGGACATGGAGGGCTGCGGGCACTACCGTGTTGTGAAATACGAGCG 

GATTAAGTTCCTGGTCATCGCCCTCAAGAGCTCCGTGGAGGTGTATGCCTGGGCCCCCAA 

ACCCTACCACAAATTCATGGCCTTCAAGTCCTTTGCCGACCTCCCCCACCGCCCTCTGCT 

GGTCGACCTGACAGTAGAGGAGGGGCAGCGGCTCAAGGTCATCTATGGCTCCAGTGCTGG 

CTTCCATGCTGTGGATGTCGACTCGGGGAACAGCTATGACATCTACATCCCTGTGCACAT 

CCAGAGCCAGATCACGCCCCATGCCATCATCTTCCTCCCCAACACCGACGGCATGGAGAT 

GCTGCTGTGCTACGAGGACGAGGGTGTCTACGTCAACACGTACGGGCGCATCATTAAGGA 

TGTGGTGCTGCAGTGGGGGGAGATGCCTACTTCTGTGGCCTACATCTGCTCCAACCAGAT 

AATGGGCTGGGGT G AG AAAGCC AT T G AG ATC CGCTC T GTGG AG AC GGGC C ACC TCGAC GG 

GGTCTTCATGCACAAACGAGCTCAGAGGCTCAAGTTCCTGTGTGAGCGGAATGACAAGGT 

GTTTTTTGCCTCAGTCCGCTCTGGGGGCAGCAGCCAAGTTTACTTCATGACTCTGAACCG 

TAACTGCATCATGAACTGGTGAAAGGGC 

Mink3c protein sequence 

1 MDVTEDEEEE IKQE INMLKKySHHRNIATYYGAFIKKSPPGNDDQLWLVMEFCGAGSVTD 

6 1 LVKNT KGNAXKE D C IAYICRE ILRGLAHLHAHKVTHRD IKGQNVLLTENAE VKLVDFGVS 

121 AQLDRTVGRRNT F I GT PYWMAPE VIACDENPDAT YD YRSD XWSIjGI TAIEMAE GAPPLCD 

181 MHPMRAIiE^IPIWPPPRIJCSKKWSKKFIDFIDTCLIKTYIjSRPPTEQLLKFPFIRDQPTE 

241 RQVRIQLKDHIDRSRKKRGEKEETEYEYSGSEEEDDSHGEEGEPSSIMNVPGESTLRREF 

301 LRI^ENKSNSEAIJCQQQQLQQQQQRDPEAHIKH 

361 RE QRKLQE KE QQRRLE DMQ ALRRE E E RRQAE RE QE YKRKQLE E QRQ S E RI/QRQLQQE HAY 

421 LKSLQQQQQQQQLQKQQQQQLLPGDRKPLYHYGRGMNPADKPAWAREVEERTRMNKQQNS 

481 PLAKSKPGSTGPEPPIPQASPGPPGPLSQTPPMQRPVEPQEGPHKSLVAHRVPLKPYA7VP 
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541 VPRSQSLQDQPTRNIiAAFPASHDPDPAIPAPTATPSARGAVIRQNSDPTSEGPGPSPNPP 
601 AWVRPDNE APPKVPQRT S S I ATALNT S GAGGS RPAQAVRARPRSNS AWQ I YLQRRAE RGT 
661 PKPPGPPAQPPGPPNASSNPDIJUlSDPGWERSDSVLPASHGHLPQAGSLERNRVGASSKIi 
721 DSSPVLSPGNKAKPDDHRSRPGRPADFVLLKERTLDEAPRPPKKAMDYSSSSEEVESSED 
781 DEEEGEGGPAEGSRDTPGGRDGDTDSVSTMWHDVEEITGTQPPYGGGTMWQRTPEEER 
841 NIiLHADSNGYTNLPDVVQPSHSPTENSKGQSPPSKDGSGDYQSRGIjVKAPGKSSFTMB*VD 
901 IjGIYQPGGSGDSIPITAIjVGGEGTRIjDQLQYDVRKGSVVNVNPTNTRAHSETPEIRKYKK 
961 RFNSE I LGAALWGVNIiLVGTENGIiMLIiDRS GQGKVYGLI GRRRFQQMDVI*E GUSTLL I T I S 
1021 GKRNKLRVYYli SVTLRNKI LHND PE VE KKQGWT TVGDME GCGH YRWKYER I KFIiVI ALKS 
1081 SVEVYAWAPKPYHKFMAFKSFADLPHRPLLVDLTVEEGQRLKVIYGSSAGFHAADVDSGN 
1141 S YD I YI PVHIQSQI TPHAI IFLPNTDGMEMLLCYEDEGVYVNTYGRI IKDWLQWGEMPT 
1201 SVAYICSNQIMGWGEKAIE IRSVETGHLDGVTMHKRAQRXiKFLCERNDKVFFASVRSGGS 
1261 SQVYFMTLNRNCIMNW 



Mink3c nucleotide sequence 

ACCATTCTGGAAGCTCCCTAGAATCTCCTGGAATGCT 

TAATGGACCTTTCCAGCACCGAAATTCAAGAATTATGACTCATCGGTCAGCAGAAAAGAC 
CCTGCTGGGATCTTTGAGCTTGTGGAGGTGGTCGGCAATGGAACCTACGGACAGGTGTAC 
AAGGGTCGGCATGTCAAGACGGGGCAGCTGGCTGCCATCAAGGTCATGGATGTCACGGAG 
GACGAGGAGGAAGAGATCAAACAGGAGATCAACATGCTGAAAAAGTACTCTCACCACCGC 
AACATCGCCACCTACTACGGAGCCTTCATCAAGAAGAGCCCCCCGGGAAACGATGACCAG 
CTCTGGCTGGTGATGGAGTTCTGTGGTGCTGGTTCAGTGACTGACCTGGTAAAGAACACA 
AAAGGCAACGCCCTGAAGGAGGACTGTATCGCCTATATCTGCAGGGAGATCCTCAGGGGT 
C TGGCC C ATC TCC ATGCCC AC AAGGT GAT C C ATCGAG AC AT C AAGGGGC AG AAT GT GCTG 
CT G AC AG AGAATGCTG AGGTC AAGCT AGTGGAT T TT GGGGT GAGTGC TC AGCTGG AC C GC 
ACCGTGGGCAGACGGAACACTTTCATTGGGACTCCCTACTGGATGGCTCCAGAGGTCATC 
GCCTGTGATGAGAACCCTGATGCCACCTATGATTACAGGAGTGATATTTGGTCTCTAGGA 
ATCACAGCCATCGAGATGGCAGAGGGAGCCCCCCCTCTGTGTGACATGCACCCCATGCGA 
GCCCTCTTCCTCATTCCTCGGAACCCTCCGCCCAGGCTCAAGTCCAAGAAGTGGTCTAAG 
AAGTTCATTGACTTCATTGACACATGTCTCATCAAGACTTACCTGAGCCGCCCACCCACG 
GAGCAGCTACTGAAGTTTCCCTTCATCCGGGACCAGCCCACGGAGCGGCAGGTCCGCATC 
CAGCTTAAGGACCACATTGACCGATCCCGGAAGAAGCGGGGTGAGAAAGAGGAGACAGAA 
TATGAGTACAGCGGCAGCGAGGAGGAAGATGACAGCCATGGAGAGGAAGGAGAGCCAAGC 
TCCATCATGAACGTGCCTGGAGAGTCGACTCTACGCCGGGAGTTTCTCCGGCTCCAGCAG 
G AAAAT AAGAGC AACT C AG AGGC TT T AAAAC AGC AGC AGC AGCT GC AGC AGC AGC AGC AG 
C GAG AC C CCG AGGC AC AC ATC AAAC ACC T GCTGC AC C AGC GGC AGC GGC GC AT AG AGG AG 
CAGAAGGAGGAGCGGCGCCGCGTGGAGGAGCAACAGCGGCGGGGGCGGGAGCAGCGGAAG 
C T GC AGG AG AAGG AGC AGC AGCGGC GGCTGGAGG AC ATGC AGGC TC T GCGGC GGG AGG AG 
G AGC GGC GGC AGGCGG AGCGT G AGC AGG AAT AC AAGC GG AAGC AGC T GG AGG AGC AGC GG 
CAGTCAGAACGTCTCCAGAGGCAGCTGCAGCAGGAGCATGCCTACCTCAAGTCCCTGCAG 
CAGCAGCAACAGCAGCAGCAGCTTCAGAAACAGCAGCAGCAGCAGCTCCTGCCTGGGGAC 
AGG AAGC CCCTGT ACC ATT ATGGTCGGGGCATGAATCCC GCTG AC AAACCAGCCTGGGCC 
CGAGAGGTAGAAGAGAGAACAAGGATGAACAAGCAGCAGAACTCTCCCTTGGCCAAGAGC 
AAGCCAGGCAGCACGGGGCCTGAGCCCCCCATCCCCCAGGCCTCCCCAGGGCCCCCAGGA 
CCCCTTTCCCAGACTCCTCCTATGCAGAGGCCGGTGGAGGCCCAGGAGGGACCGCACAAG 
AGCCTGGTGGCACACCGGGTCCCACTGAAGCCATATGCAGCACCTGTACCCCGATCCCAG 
TCCCTGCAGGACCAGCCCACCCGAAACCTGGCTGCCTTCCCAGCCTCCCATGACCCCGAC 
CCTGCCATCCCCGCACCCACTGCCACGCCCAGTGCCCGAGGAGCTGTCATCCGCCAGAAT 
TCAGACCCCACCTCTGAAGGACCTGGCCCCAGCCCGAATCCCCCAGCCTGGGTCCGCCCA 
GATAACGAGGCCCCACCCAAGGTGCCTCAGAGGACCTCATCTATCGCCACTGCCCTTAAC 
ACCAGTGGGGCCGGAGGGTCCCGGCCAGCCCAGGCAGTCCGTGCCAGACCTCGCAGCAAC 
TCCGCCTGGCAAATCTATCTGCAAAGGCGGGCAGAGCGGGGCACCCCAAAGCCTCCAGGG 
CCCCCTGCTCAGCCCCCTGGCCCGCCCAACGCCTCTAGTAACCCCGACCTCAGGAGGAGC 
GACCCTGGCTGGGAACGCTCGGACAGCGTCCTTCCAGCCTCTCACGGGCACCTCCCCCAG 
GCTGGCTCACTGGAGCGGAACCGCGTGGGAGCCTCCTCCAAACTGGACAGCTCCCCTGTG 
CTCTCCCCTGGGAATAAAGCCAAGCCCGACGACCACCGCTCACGGCCAGGCCGGCCCGCA 
GACTTTGTGTTGCTGAAAGAGCGGACTCTGGACGAGGCCCCTCGGCCTCCCAAGAAGGCC 
ATGGACTACTCGTCGTCCAGCGAGGAGGTGGAAAGCAGTGAGGACGACGAGGAGGAAGGC 
GAAGGCGGGCCAGCAGAGGGGAGCAGAGATACCCCTGGGGGCCGCGATGGGGATACAGAC 
AGCGTCAGCACCATGGTGGTCCACGACGTCGAGGAGATCACCGGGACCCAGCCCCCATAC 
GGGGGC GGC AC CATGGTGGTCCAGCGC AC CCCTGAAGAGG AGC GGAACCT GCTGC ATGC T 
GACAGCAATGGGTACACAAACCTGCCTGACGTGGTCCAGCCCAGCCACTCACCCACCGAG 
AACAGCAAAGGCCAAAGCCCACCCTCGAAGGATGGGAGTGGTGACTACCAGTCTCGTGGG 
CTGGTAAAGGCCCCTGGCAAGAGCTCGTTCACGATGTTTGTGGATCTAGGGATCTACCAG 
CCTGGAGGCAGTGGGGACAGCATCCCCATCACAGCCCTAGTGGGTGGAGAGGGCACTCGG 
CTCGACCAGCTGCAGTACGACGTGAGGAAGGGTTCTGTGGTCAACGTGAATCCCACCAAC 
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ACCCGGGCCCACAGTGAGACCCCTGAGATCCGGAAGTACAAGAAGCGATTCAACTCCGAG 
ATCCTCTGTGCAGCCCTTTGGGGGGTCAACCTGCTGGTGGGCACGGAGAACGGGCTGATG 
TTGCTGGACCGAAGTGGGCAGGGCAAGGTGTATGGACTCATTGGGCGGCGACGCTTCCAG 
CAGATGGATGTGCTGGAGGGGCTCAACCTGCTCATCACCATCTCAGGGAAAAGGAACAAA 
CTGCGGGTGTATTACCTGTCCTGGCTCCGGAACAAGATTCTGCACAATGACCCAGAAGTG 
GAGAAGAAGCAGGGCTGGACCACCGTGGGGGACATGGAGGGCTGCGGGCACTACCGTGTT 
GTGAAATACGAGCGGATTAAGTTCCTGGTCATCGCCCTCAAGAGCTCCGTGGAGGTGTAT 
GCCTGGGCCCCCAAACCCTACCACAAATTCATGGCCTTCAAGTCCTTTGCCGACCTCCCC 
CACCGCCCTCTGCTGGTCGACCTGACAGTAGAGGAGGGGCAGCGGCTCAAGGTCATCTAT 
GGCTCCAGTGCTGGCTTCCATGCTGCGGATGTCGACTCGGGGAACAGCTATGACATCTAC 
ATCCCTGTGCACATCCAGAGCCAGATCACGCCCCATGCCATCATCTTCCTCCCCAACACC 
GACGGCATGGAGATGCTGCTGTGCTACGAGGACGAGGGTGTCTACGTCAACACGTACGGG 
CGCATCATTAAGGATGTGGTGCTGCAGTGGGGGGAGATGCCTACTTCTGTGGCCTACATC 
TGCTCCAACCAGATAATGGGCTGGGGTGAGAAAGCCATTGAGATCCGCTCTGTGGAGACG 
GGCCACCTCGACGGGGTCTTCATGCACAAACGAGCTCAGAGGCTCAAGTTCCTGTGTGAG 
CGGAATGACAAGGTGTTTTTTGCCTCAGTCCGCTCTGGGGGCAGCAGCCAAGTTTACTTC 
ATGACTCTGAACCGTAACTGCATCATGAACTGGTGA 
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